Protein: Aft1

Seed k-ner: A.TGCACCC

Enrichnent Score: 8,48294

2.0
u
s
D10 T
® A
-
0.0 - —_— — W~ e
1 2 3 4 5 & 7 g 9 w11 12 13 14 15 16 17 1§ 19 20
Protein: Aro86 Seed k-ner: TCTCGG.AR Enrichment Score: 8,49813
2.0
u
it
-~ 1.0
® _Ana
0,0 - . el -
1 2 3 4 5 & 7 g 9 w11 12 13 14 15 16 17 1§ 19 20
Protein: Rsgl Seed k-ner: CCGG.......CCGG Enrichment Score: 8,49581
2.0
u
-
@ v CC C
: C
0.0 - R e e s P e _———
1 2 3 4 5 [ 7 g 9 10 11 12 13 14 15 16
Protein: Basl Seed k-ner: CC.GAGTCA Enrichment Score: 8,49894
2.0
u T
-
2 Q A QA
0.0 = -SJ'_ﬁ-._:_:AA____‘_: = R~ e _uy —_—
1 2 3 4 5 [ 7 g 9 10 11 12 13 14 15 18 17 18 19 20 02
Protein: Chf1 Seed k-ner: G.CACGTG.C Enrichnent Score: 8,49772
2.0
m CA
s
- 1.0
m
sod=— == = h__4 cA _ A
2 3 4 5 & 7 g 9 w11 12 13 14 15 16 17 1§ 19 20
Proteini Cep3 Seed k-ner: TTCGGAAR Enrichnent Score: 8,48574
2.0
u
s
-~ 1.0
m
N = — | C(:: / u-\A__ — e
2 3 4 3 & 7 g 9 0 11 12 13 14 15 16 17 1§ 19 20
Protein: Cha4 Seed k-ner: A,.CTCCGCC Enrichnent Score: 8,49454
2.0
u
s
. ICC CQ
m
AX < < =
1 2 3 4 5 & 7 g 9 w11 12 13 14 15 16 17 1§ 19 20
Protein: Cup9 Seed k-ner: ATGTGTCA Enrichment Score: 8,49916
2.0
u T
- T T
2 IA CA
m
0.0 —
3 4 g [ 7 g 9 0 114 12 13 14 15 15 17 18 19 20

Figure S4. PBM-derived yeast TF DNA binding site motifs
determined in this study.
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